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Overview of Coexpression Analysis Workflow and Associated Data Set
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Identification of high confidence ASD (hcASD) Seed Genes

Fig. 1
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Identification of high-confidence ASD (hcASD) Seed Genes
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Constructing Spatiotemporal Coexpression Networks
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Constructing Spatiotemporal Coexpression Networks
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Constructing Spatiotemporal Coexpression Networks

Fig. 2
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PASD Gene Enrichment is Localized to Specific Spatiotemporal Networks

Fig. 2
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PASD Gene Enrichment is Localized to Specific Spatiotemporal Networks
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PASD Gene Enrichment is Localized to Specific Spatiotemporal Networks
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The Midfetal Networks Capture Biologically Meaningful Data
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Human Midfetal Laminar-Specific Expression Data Implicate Inner Cortical Plate

in ASD

Fig. 4
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Gene-Marker-Based Analysis Implicates Layer 5/6 Glutamatergic Projection

Neurons in ASD
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Expression Profiling Confirms the Expression of hcASD Genes in Midfetal

Cortical Projection Neurons

Fig. 5
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